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Following publication of the original article [1], it was
reported that Fig. 3 was mistakenly published as a dupli-
cate of Table 2. The correct Fig. 3 is provided in this
Correction article and the original article [1] has been
updated.

Author details

'INRAE, Oniris, BIOEPAR, Nantes, France. >Department of Biology and Biotech-
nology ‘L. Spallanzani’, University of Pavia, Pavia, Italy. *Génomique Métabo-
lique, Genoscope, Institut de biologie Frangois Jacob, CEA, CNRS, Université
d'Evry, Université Paris-Saclay, Evry, France. “Université d'Orléans, LBLGC USC
INRAE 1328, 1 rue de Chartres, 45067 Orléans, France. °INRAE, ISP, 37380 Nouz-
illy, France.

Published online: 12 July 2022

The original article can be found online at https://doi.org/10.1186/s12864-
022-08669-4.

*Correspondence: claude rispe@inrae.fr

TINRAE, Oniris, BIOEPAR, Nantes, France
Full list of author information is available at the end of the article

B BMC

Reference

1. Rispe C, Hervet C, de la Cotte N, et al. Transcriptome of the synganglion
in the tick Ixodes ricinus and evolution of the cys-loop ligand-gated ion
channel family in ticks. BMC Genomics. 2022;23:463. https://doi.org/10.
1186/512864-022-08669-4.

©The Author(s) 2022. Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which
permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the
original author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or

other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line
to the material. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this
licence, visit http://creativecommons.org/licenses/by/4.0/. The Creative Commons Public Domain Dedication waiver (http://creativecom-
mons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
https://doi.org/10.1186/s12864-022-08669-4
https://doi.org/10.1186/s12864-022-08669-4
http://crossmark.crossref.org/dialog/?doi=10.1186/s12864-022-08740-0&domain=pdf
https://doi.org/10.1186/s12864-022-08669-4
https://doi.org/10.1186/s12864-022-08669-4

Rispe et al. BMC Genomics (2022) 23:502 Page 2 of 2
Glul
°
Gabal Glu2 phel
° alphal L
® Glus betal
alphaz @ °
e vt
100 L His16 .~
GluCl4
Gz ® Gluci3
alpha4 gl&iﬁys L
)
9ythhas L4
®e
c ) His3 GIuCI5 Hisl
S His2 Py @His18
g ¢ °
° 0 His10
B alpha3 agr26like
” ° G@zas ° ;
<]
2 ® g1
;i. HI.SGHﬁS
. Gaba4 His12
° °
1 , - His8
His13 .
HisTiis14 .~
His4
01~
0.1 1 10 100

Expression Whole body

Fig. 3 Comparison of expression counts for synganglion and whole body, for the cys-loop LCICs. Expression was measured in counts per million
reads (cpm) with RSEM. Expression counts were averaged for all synganglion libraries (y-axis) and for all whole body libraries (x-axis). Colors of dots
indicate if genes were found to be significantly up-regulated in the synganglion (red), down-regulated in the synganglion (blue) or with no sig.
Difference (grey). The dotted-line corresponds to y =x. For both axes, a logarithmic scale was used. Corresponding accessions are listed in Table S6
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