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Correction: Construction of transcriptome @i

atlas of white yak hair follicle during anagen
and catagen using single-cell RNA sequencing

Qingbo Zheng'?3, Na Ye'??, Pengjia Bao'?, Xiaolan Zhang'?, Fubin Wang'%?3, Lanhua Ma'??, Min Chu'?,
Xian Guo'?, Chunnian Liang'?, Heping Pan® and Ping Yan'**

Correction: BMC Genomics 23, 813 (2022)
https://doi.org/10.1186/s12864-022-09003-8

Following the publication of the original article [1], the
authors identified an error in Fig. 6. The correct figure is
given below.

The original article [1] has been corrected.

The original article can be found online at https://doi.org/10.1186/s12864-
022-09003-8.
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G0:0061061: muscle structure development

G0:0009611: response to wounding

G0:0030036: actin cytoskeleton organization

G0:0000904: cell morphogenesis involved in differentiation

G0:0000302: response to reactive oxygen species

G0:0098742: cell-cell adhesion via plasma-membrane adhesion molecules
07507 heart development

131960: response to corticosteroid

16241: regulation of macroautophagy

90130: tissue migration

00165: MAPK cascade

30198: extracellular matrix organization

G0:0016485: protein processing

G0:0007169: transmembrane receptor protein tyrosine kinase signaling pathway
G0:0006509: i
G0:0071407: cellular response to organic cyclic compound

Fig. 6 Dynamic changes in the gene expression during specialization of hair follicle fibroblasts and DS. a Construction of the pseudotime
differentiation trajectory between the fibroblasts and DS; b Gene expression during fibroblast specialization; ¢ Expression of the characteristic
genes in different stages of fibroblast; d GO enrichment analysis of fibroblast characteristic genes; e Gene expression during DS specialization; f GO
enrichment analysis of the characteristic genes in DS; g Interaction analysis of the characteristic genes in DS; h Immunofluorescence analysis of the

hair follicles
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