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CORRECTION

Correction: Genome‑wide identification 
of ZmMYC2 binding sites and target genes 
in maize
Lijun Liu1,2†, Yuhan Zhang1†, Chen Tang1, Jine Wu1, Jingye Fu1* and Qiang Wang1* 

Correction: BMC Genomics 25, 397 (2024)
https://doi.org/10.1186/s12864-024-10297-z

Following publication of the original article [1], we have 
been notified that the y-axis labels in Figs. 1, 2, 3 and 8 
had been mirrored and made unreadable.

The original article has been corrected.
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