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Erratum
After the publication of this work [1], we were requested
to make a supplementary note clarifying the sampling of
the silkmoths used in our study, especially Antheraea
assama. Larvae of A. pernyi, Samia Cynthia ricini and A.
yamamai were provided by Shenyang Agricultural
University, Hunan Nanlingence and technology develop-
ment CO.LTD (https://hnnltckj.cn.china.cn), respectively.
Larvae of Actias selene and Rhodinia newara was provided
by Dr. Yun Wu, a specialist on ecology of butterflies and
silk moths [2]. Antheraea assama, was collected in
Xishuangbanna, Yunnan Province, China, and reared
indoor with Dr. Yun Wu’s kind help. In his book [2], Dr.
Wu also illustrated A. assama in Yunnan province, China.
As to collection and rearing of this species, briefly, moths
in the wild are collected by a light trap [2]. Pregnant
female moths were then brought indoor and kept at room
temperature. Eggs were laid in a container and collected
and disinfected. The eggs were then hatched in incubator
at 28 °C. The larvae were fed with fresh leaves with
branches of a host plant Cinnamomum japonicum until
the 5th instar, when it is ready for sampling. Antheraea
assama is an important economic insect in India. These
species also inhabits Yunnan province, China [2, 3].
Recently, Chinese researchers have been making efforts on
artificial rearing this species and now it can be reared in
laboratory condition [2, 4–6] (Additional file 1: Figure S1).
We regret any inconvenience that this inaccuracy

might have caused.
* Correspondence: wwang@mail.kiz.ac.cn; xiangh@mail.kiz.ac.cn
†Equal contributors
2State Key Laboratory of Genetic Resources and Evolution, Kunming Institute
of Zoology, Chinese Academy of Sciences, 32 East Jiaochang Road, Kunming,
Yunnan Province 650223, China

© The Author(s). 2017 Open Access This artic
International License (http://creativecommons
reproduction in any medium, provided you g
the Creative Commons license, and indicate if
(http://creativecommons.org/publicdomain/ze
Additional file

Additional file 1: Figure S1. Antheraea assama in Yunnan province,
China. A. Eggs and newly hatched larvae. B. The fifth instar larva. C. Male (left)
and female (right) Pupae. D. Mating Adults. Cocoons (E) and female moths
ready for laying eggs (F) are harvested by indoor rearing. All the photos were
taken by Dr. Zhong J. Copyrights are asserted and protected ( 213 kb)
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