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CORRECTION Open Access
Correction to: small RNA discovery in the

interaction between barley and the
powdery mildew pathogen

Matt Hunt1,2, Sagnik Banerjee2,3, Priyanka Surana2,3, Meiling Liu3,4, Greg Fuerst5, Sandra Mathioni6,
Blake C. Meyers6,7, Dan Nettleton3,4 and Roger P. Wise1,2,3,5*
Correction to: BMC Genomics

https://doi.org/10.1186/s12864-019-5947-z
Following the publication of the original article [1], the
authors noted several typesetting errors which are noted
in this Correction article.
In the section “PhasiRNA analysis” there was an error

in the first equation in the PDF version of the article. A
fraction bar was erroneously introduced between (20 m
and n-x), (m and x), and (21 m and n).
The incorrect version was:

p−value ¼
Xm

x¼k

20m
n−x

� �
m
n

� �

21m
n

� �

The correct version is:

p−value ¼
Xm

x¼k

20m
n−x

� �
m
x

� �

21m
n

� �

Furthermore, due to the formatting of Table 3 there
was an error in the formatting of the alignment bars.
The correct Table 3 is provided in this Correction
article.
The publisher would like to apologize to the authors

and readers for any inconvenience caused. The original
article has been corrected.
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