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Correction to: BMC Genomics 22, 822 (2021)
https://doi.org/10.1186/s12864-021-08115-x
Following publication of the original article [1], it was 

reported that Röbbe Wünschiers’ name was misspelled as 
Roebbe Wuenschiers.

The original article [1] has been corrected.
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