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Following publication of the original article [1], it was 
reported that affiliations listed for affiliations 2 and 3 
were reversed. The correct affiliations are given in this 
Correction article and the original article [1] has been 
updated.

Author details
1 State Key Laboratory of Cotton Biology, Institute of Cotton Research, Chinese 
Academy of Agricultural Sciences, Anyang 455000, Henan, China. 2 Xinji-
ang Production & Construction Group Key Laboratory of Crop Germplasm 
Enhancement and Gene Resources Utilization, Biotechnology Research Insti-
tute of Xinjiang Academy of Agricultural and Reclamation Science, Shehezi, 
Xinjiang 832000, China. 3 Zhengzhou Research Base, State Key Laboratory 
of Cotton Biology, Zhengzhou University, Henan, Zhengzhou 450001, China. 
4 Development Center for Science and Technology, Ministry of Agriculture 
and Rural Affairs, Beijing 100122, China. 

Reference
 1. Kabir N, Zhang X, Liu L, et al. RAD gene family analysis in cotton provides 

some key genes for flowering and stress tolerance in upland cot-
ton G. hirsutum. BMC Genomics. 2022;23:40. https:// doi. org/ 10. 1186/ 
s12864- 021- 08248-z.

Open Access

The original article can be found online at https:// doi. org/ 10. 1186/ s12864- 
021- 08248-z.

*Correspondence:  nana209@163.com; wg5791@163.com
†Nosheen Kabir and Xin Zhang contributed equally to this work.
2 Xinjiang Production & Construction Group Key Laboratory of Crop 
Germplasm Enhancement and Gene Resources Utilization, Biotechnology 
Research Institute of Xinjiang Academy of Agricultural and Reclamation 
Science, Shehezi, Xinjiang 832000, China
3 Zhengzhou Research Base, State Key Laboratory of Cotton Biology, 
Zhengzhou University, Henan, Zhengzhou 450001, China
Full list of author information is available at the end of the article

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
https://doi.org/10.1186/s12864-021-08248-z
https://doi.org/10.1186/s12864-021-08248-z
http://crossmark.crossref.org/dialog/?doi=10.1186/s12864-022-08500-0&domain=pdf
https://doi.org/10.1186/s12864-021-08248-z
https://doi.org/10.1186/s12864-021-08248-z

	Correction to: RAD gene family analysis in cotton provides some key genes for fowering and stress tolerance in upland cotton G. hirsutum
	References


