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CORRECTION

Correction to: RAD gene family analysis 
in cotton provides some key genes for fowering 
and stress tolerance in upland cotton G. 
hirsutum
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Following publication of the original article [1], it was 
reported that affiliations listed for affiliations 2 and 3 
were reversed. The correct affiliations are given in this 
Correction article and the original article [1] has been 
updated.
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