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CORRECTION

Correction: Comparative transcriptome 
analysis reveals immunoregulation mechanism 
of lncRNA‑mRNA in gill and skin of large yellow 
croaker (Larimichthys crocea) in response 
to Cryptocaryon irritans infection
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Following publication of the original article [1], it was 
reported that the authorship panel was missing an equal 
contribution designation for Yuilin Bai and Mei Wang. 
The original article [1] has been updated to include this.
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